

lliilll^^ Branch of the ScleitJSjf^^ 

— *Ceiit^^S^Q%etected errors when processing tti^foii^wihg^^m 
form: 



Application Serial Number: 

fir of 



Source: 



Date Processed by STIC: 



I //l I Zoo ( ■ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLK^ANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTTN 2.1 e-mail help: Datin21help@usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin30help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3,0 can be down loaded from the USPTO website at the following address: 







ERROR'DETECTEfi-S^ 



-O.j g M fc 



SERlALrNUMBERi^ 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 
1 Wrapped Nuclelcs -The numberAext at the end of each line "wrapped" down to the next line 

— ~*. - r ^This~may occur if yburfflewas retrieved in a word processor a fter-creating it. ; ; -"■ , :~ : ^ } ' r p^.: : ._ ;~ 

" ~ ""Please "adjust your rigWjrnargin to .3, as this will prevent "wrapping". : v vi: ~ 

2 Wrapped Aminos The amino acid nCin^r/le^t ai the end of each line "wrapped " down to the next line. . ; ^ • 

Wis~may dc^1f r ^r'file:^Vretrieved in a word processor after creating it ), J ; : ■ 
Please adjust your r^hfrnargin to 3, as this will prevent "wrapping". 

3 Incorject Line Length The rules require that a tine not exceed 72 characters in length. This includes spaces. 
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Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's'or Xaa's 
(NEW rtllL^)* 



The numbering under each 5lh amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacincTBetween fhe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally. Patentln would automatically generate this section from the^ 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE OESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
*400> sequence id number 
000 

Use of n's and/or JCaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 



12 



13 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Sequence(s) . 



are missing this mandatory field or its response. 



Sequence(s) . 



are missing the <220> Feature and associated headings. 



Use of <220> to <223> is MANDATORY if <21 3>ORGANISIvf is "Artificial" or "Unknown" ^ 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
"fite^TeTCTtting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 
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PCT09 



RAW SEQUENCE LISTING 

PATENT AVFUOY! [ Ol,' : 



US/09/G22, 206 



DATF : 
T - MI-:: 



t"; i /II /20C 1 
1 " : i y : I 2 



•I 
6 

10 
11 

i :> 

i.7 

1 8 

! '} 

2 0 
2 2 

2 .i 

if, 

n 

i2 
"J 4 

:* r» 

3 7 

A 1 
A^ 
A 3 
A A 

4 6 
17 
4 

50 

53 

5 A 
5 5 
5 6 

5 8 
59 
6.1 

6 2 

6 5 
66 
67 
6H 
70 
71 

7 3 
7-1 



lupin - . Sv>r. : 



A : \ 4 0 0 6 8 3 s eq 1 A s t . tx t 

K : \C RF :i \0 1 1 1 2 0 0 1 \I 6 2 2 2 0 6 . r a v; 



< I 1 0 . ■ 

-:121.I> 
•-.LV]> 
<-i40> 
<141> 

■:.lt?0> 
i.7(j> 
■-2.] 0> 
-.2 > 
<2.!2> 
OJ 
-,2 2 0> 
-.2 2 3> 
<1 00> 
sacjq 
^:2 1 'o- 
*2 1 1> 
<2 12 > 

< 2.1 1> 
<220> 
<2 2 3> 
<■[ 0C> 
'.fcqt.c 



AIT' f CANT : l.-ihoi^t.orv {' Mc; 1 1 tm: 1 o r Bin!>!io!;oi: lcs 

T I T F Jl OF 1 N V F M 1 1 O U : It"' : i i i o: 1 I oj; i: a i"i F a_ t_ .i v r: I / 0 c* i.o c !: i it <j «-j it i < ; o f i 
FTFF IVFFFRFriOr. : ■:■() -V-JOH -.Tii 

C UP KENT AP P L I C AT I OK KUM B E R : US/0 9/62 2, 20 6 
CURRENT FILING DATE: 2 0 00-08-14 

lifhkfr or si-.tj J.f: i:os : 11 

riO'FTWARir. : P^j F< ::a T n W r . 2.1 
SFQ in HO: i 
FFFOTH : 23 
'JVPl : :: ON A 

O^CAN ISM: Ai/L.L i'.t r i See; ui.-rtCf; 
FFATFRF : 

OTKL'K INFORMATION: t'risiff 
SFOUFNCF: L 

' I . q ( ;■ a t j S a >'j f. r '/.'<.] c [ ~ "i 

SICu f]J NO: 2 
FFNGTH : 3 A 
TVPF: DMA 

ORGANISM: A : 1.. I fie: i Si'^j.ionr" 
FEATURE : 

OTHRR TN FORMATION : P r i jik; r 
ir, F'-JUFNFF : 2 



gctcswl/iits acAcag^ndy ch 
D NO : ^ 



<.2.1()> SFO .I'D NO: 3 
-221 \> IJvNGTH: 3 2 
<2\2> TYPF: DMA 

<2\3> ORGAN f SH : Art: A i : la i Seqnenco 
<*2 2 0> FFATURF: 

c2 2 3> OTHFR TNFOKMA'J LoN : Pr 

< 1 0 0 > S K O U F. f i C K : 3 
ccagwtsyga 
<:2.1()> SE'O'.ID 
^2 I 1> LENGTH: 2.1 
<212> TYPF: DMA 
c2 .1 3 > O ROANT S M : A r t: i t : i t 
<220> FFATrjRF: 
<2 2 ~A> OT1 1 f :l? 1 N FORMAT ION : 
<'100> Sf.OUKUCK: A 

a c a t: Va : a t tc o tq t. Lq ra ;j 9 c t 
<2 10> SEQ [ D NO: 5 
^21 1> LENGTH: 23 
<212> TYPF: ON A 

< 2 "I ;* > O RC'AN I. S M : A rt . i f j c 1 iJ I S q u e n C e 
<2 2 0> FFATURF : 

< 2 2 '.J > OT 11 K R 1 M FO RH A T J O t-J : Prime r 
<4QQ> KFOUFN'CFI: 5 

s a y t j t. s ir. a ;:c L <;i c a 9 y a y L c w q q 



.via 1 Sequence 



Pr; i 



2 1. 



file://C:\CRF3\Outhold\VsrI622206.htni 
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RAW SEQUENCE LISTING DATE: 0 L/1 1/200 1 

P AT ) : ;N T APPI. I CA'J' I ON : U S / 0 9 / 6 2 2 , 2 0 6 T ' M i:' : i 7 : ] 9 : l" 3 

Input: Set : A:\4 006 8 3seqlist.txt 

Output. Set: N:\CRF3\01112001\l622206.raw 





< 2 1 0 > S EO I D NO : 5 




7 B 


• . 2 1 .! > LENGTH : 3 3 




• '-' 


■-.'.i\A> TYPJf : DNA 






• :2 !. 3> OKGANlSM: ArLiti.C 


ial Seqiit:nco 


B J 


<:.;i\f.- eeatuke: 




b "3 


2 2 3 > OT H EH IN KO KM AT I O H 


: Pr j.lltc r 




*-.4 0U> S EOU KNCK ; 6 




rt :i 


qecqqueaqq <ia (; ct^^iiq t e 


t:<:fH\yv.(:u<.z \:<-\ f. 


* • f ; 


-:210> SGO J.n NO: 7 

-.21 1> length : 5 7 






-.212.- TV I'Il: iliNA 






■".21 3 ■> 0 H i i A N .ISM: Art i f i . •■; 


i al Sequence 


<M 


*\2 20> EE A PURE : 




'J T» 


02 3> OT!lf:l< INFORMATION 


: Primer 




■ 4 oo> sequence : 7 




! i8 


C -1 L q 1 q a a C t H C 1 U q a c c c a 


qOCqqcC.a 1: qqC< 


i 0 1 


--■2 I 0> S EO i 0 NO : 




I 0 > 

: o ■■ 


^1! ■■ I.lNGTH : 4 3 
^2I2> TVPIf. : DNA 




J. 0 -1 


-: 2 1 3 > ( ") KG A N J S H : A r L i f :i . 


<; in 1 Sequence 


.1 Go 


<220> EEATURE : 





!07 0 2^ OTHER I H E CRM AT 1 O N : Pri.mor 
1 0 9 < -1 ( ) ij > S PQ U E N C E : H 

1,10 ceaoqa t p c L tjcoqccncai; ^clcatt.ccL qLLqaaqcte LUyt.adL 

i i 3 c2.io> seq id no: y 

i 14 <2i.i> LENGTH: 100 

! 3 fi O L2> TYPI^ : PPT 

! :. f j - : 2 1 3 > ORGAN J. S M : Mo u s e 

1 IB () (j > S EG [J E WC E : 9 

.11') Ala Lys Thr Thi. fro Pro Ser Val Tyr Pro Leu Aid Pro Gly So: r Ala 

I 2 0 1 5 X 0 ! 5 

122 Ala Gin Thr Asn Ser M^t Val Thr Leu Gly Cys Leu Val [,ys Gly Tvr 

12 3 2 0 2 3 3 0 

125 Phe Pro Glu Pro Val Thr val Thr Tip Asp Ser Gly Ser Sor ^er 

1 2 6 3 5 1 0 . 1 5 

.12 8 G.ly Val His Thr Phe Pro A. La Val Gou Gin Ser Asp Leu 'i'yr Thr L,eu 

12 9 5 0 5 5 6 0 

131 Ser Ser Ser- Val Thr Val Pro Ser Ser Thr Trp Pro Ser Git- Th i Val 
! 3 2 0 5 7 0 7 S H 0 

L'i-l Thr Gys Asn Val Ala Hi.s Pro Ala Ser Ser Thr Lys Val Asp Lys Lys 

13 5 8 5 9 0 

13 7 lie Val Pro Arq Asp Cys Gly Gys Ser Ary 
136 100 l()f, 

141 <210> SEQ T D NO: 10 

14 2 <211> l.KNGTH: :i 06 
14 1 <212> TYPE: P RT 

.14 4 <213> ORGANISM: Mouse 
14 6 <4 00> SEQUENCE: 10 

14 7 Ala T.vs Thr Tlj.r Pro Pro Ser Val Tvr Pro Leu Ala Pro Gly Ser Ala 



file://C:\CRF3\Outhold\Vsrl622206.htm 1/1 1/01 
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RAW SEQUENCE LISTING DATK : 0 )./ i 1/20 0 1 

PAT KMT AI J t J l.J .CATION : US/09/622, 206 T!Mli : 17 : ] 0 : 1 i 



inpui. S<q: : A:\400683seqlist.txt. 
■.V.irput So*C: N:\CKF3\01112001\I622206.raw 



! , 0 


1 


















L 0 














.. ."j U 




CI is 


Th r 


A.s ii 




• r. 


Vi 1 1 






\, i. y 




..e.b 


\0'j I 


■ V ^ 






I ."< 1 








2 0 




















4 0 






A 5 . ; - 






Ui 


P j\ ) 


V- j. 


■J-l; i- 


a 1 


Thr 


n v 


h 




» j "* ".■ 


••or 


u 





Z t * : _ 


i 1* 1 






2 5 










AO 


















I ~ b 


GJ.v 


va i 


i; i s 


Tin- 


l0;o 




*\ ! ci 


Va.l 


Lou 


^ .n 




A S f ' 


OOU 


! ; r ' 


■ | ■ j i 




I r ; / 




































So r 


So r 




Va I 


Thr 


V,-: i 


!' - : i 


s»*»- 


s.w 


1 !ir 


50 0 


i ' V: ~> 


So i 


■ u 


'Mi r 


Vrf 1 


L I i * '■ 


o 0 










"'J 






















.1 ' r - .' 


Tlir 


/ s 


.-. S ] i 


vV: i. 


Ai.i 


H i s 


iTO 


AlcJ 




Sor 


Th r- 




V.l ]. 


Asp 


LyS 


l..,S 


L • 










HI 










0 0 














L ; » 


, 1 e 


VfJ i 




■\rq 




C ■■' s 


= vIV 


rys 


Sor- 


Ar.( 














1 C> ti 








100 










105 
















■ *' • 1 • 


•-..■2'iU> SFO .1 fi 


| NO: 


t i 
























3 7 0 


.211.- :>.NCfH 


: C>b 
























1 *? } 


<.>. \ :-:> T 


YPK : 


0HA 


























i. 7 ..' 




OPGA0ISH: 


A r ' ■ i l i c ■ 


i a 1. SoqiMMlCO 
















1 7 4 


-.220.- !- L'-ATUHE : 


























! 7 5 






t N r poriMA r r:i'(iN 


: Pii 




















17 7 


■-..■i0 0.> SKfHILNCL: 




























qqtqa ■: 








[ tj Lctjac r. injq 


t.i"- 1 I ri 


c'Cuqqr i 




i 7 ' t 


q i.cia*'! r.a 


r: i;<: a r.i or. 


it.iji.i.tj a :i v.c 


















I B2 


•.:2 ;.0- sf,q ! n 


WO : 


1 2 
























1 8 7, 




L> I, 


IJNGTH 


: 12 


■ j 
























' & 1 


^ 2 : 


2> i 


V P F : 


PHT 


























? -t 


-.-21 


1> OKGANJ.SM: 
























! >i 7 


--■■lOOv- S^T'Ok^OU; : 


1 2 
























: H h 


A. 1 ci 


Asp 




A i fi 


P t. < j 


Thr 


Vil.l 


St.:!" 


7 i.o 


PJ-o 


;TO 


P r. I - .* 


So r 


Stfr 


c; \ u 


J.U 


1 V 


J. 




























■ 5 




'} 1 






Her 


r, 1 v 


J_y 


A X o 


So 


vol 


Vfj 1 


Cys 


Pho 


! .O i ; 


Ash 


A^n 


I 'ho 


Ty r 


1 : "'*2 








20 










25 










^0 






1 '> -I 


Pro 


1..VS 


A S p 


Tie 


AST! 


V.-j J. 


L.v:i 


Tr:) 


l.ys 


i: I o 


ASp 


f " .1 y 


Sor 


S iu 


Arc] 


(■■In 


1 0 5 






>5 










4 i"! 










5 








1 7 


A.-;n 


G 1 y 


Va i 


LOii 


A s r i 


Ser 


T.ri> 


Thr 


Asp 


CLn 


A S p 


So r 


Ly S 


A55p 


V 


Thr 


I 0 8 




5 0 






























■> (i (i 


Tyi- 


So J. 


Met.. 


Sor 


Se f 


T!ir 


r,;-;-u 


Ti) r 


l.CAi 


Th r 


Lys 




G 1 11 


Tyr 


C 1 u 


A r n 


20.i 


6 5 




















75 










0 0 


2 0 -4 


His 


As Ii 


Ser 


.j...,. 


'I'tu: 


Cys 


c; lu 


Ale; 


Th t: 




l.ys 


Thr 


Sa r 


Thi: 


Sei 


P ro 


2 0-1 


































2i>6 


1.1 c 


Thr 


l.vs 


Sor 


Phc 


Aii n 


An j 


Asa 


CJ.u 


Cys 


Ser 


Arq 


iro 


Sor 


Arq 


Pro 


2 0 7 








1 0 0 










10 5 










1 ! 0 






AO 9 


S^r 


Arq 


Pro 


So;_' 


A rcj 


Pro 


Ser 


Arq 


Pro 
















2 1 0 






1 1 5 










120 


















213 


<2I0> SKQ TP 


HO : 


1 i 
























2.1 '1 


<2;n.;- LENGTH 


: '! 0 6 
























2 1. 5 


•:;2]2> TYPE: 




























21:6 


<213> OKCANJSM; 


MOU SO 






















2 1 8 


<ioo> sf:quf:n 


C K : 


1 3 
























2X0 


Ala 


Asp 


Ala 


Ala 


Pro 


Thr 


VH 1 


Ser 


lie 


Phe 


Pro 


P ro 


ser 


Ser; 


Glu 


G.I a 



fiIe://C:\CRF3\Outhold\Vsrl622206.htm 
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RAW SEQUENCE LISTING 

t-'A T K NT A 1-* P 1. 1 C A T 1 OH: 



US/09/622 , 206 



I; ATE: OJ./il/JOUl 
TIME: l7:-]0:i:i 



inpul: Sf;t : A:\4 0068 3seqlist.txt 

Oi;r. put. Set: N:\CRF3\01112O01\I6 2 2 2Ob.rnw 

Umi if i r- Sor OIv i.;'!/ Ai.j Sei: Vol. Vol Gys I'hc Lou Asn Asn I'lio Ty r 

:^ 2 2-, >o 

I'ro Asp j..U* Asn v--il Lvtj ,";.].' Lya Asp I'.i.y G::; ai <j Gin 

-10 15 

As:; C.I y Voi t.ou ash Scr l.rn i hr aso Gi.ti A.-;r.. Her t.ys Asi> sor Thr 

'U> Co v0 

"Fyr S-V:i - r-'f"-: So i Sr^r Tlir Lcv.t Tiir Lou Thr f.ys Asp Glu Tyr Gi.u Ar-j 

:.'3 2 '-fi -7y 'A ' 

His Asi: Si-r !'\ r ThL t"ys GLu Ala T!u: His Lys Thr rier r iiir b>j r l-:o 

j.i:> il 5 vO or, 

2 ;7 [ ; t -j Thr Ly< H-: r Phe Ann Anj Asn clu Cy& 

ioo .'0 5 

i4J l/'iU 



file://C:\CRF3\Outhold\VsrI622206.htm 
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VERIFICATION 3 UMMAR Y II 1 AT J: 1 . : 0 J. / I 1 / 1 0 0 1. 

a * ■ v. ;•: t application: us / o 9 / 6 2 2 , 2 0 6 r r 1-1 1:': : 1 v ; ] 0 : 1 4 

Nipui. SOL. : A:\4 006 83seqlist-.txt 
Onrtjut 5Jc*U: N:\CRF3\0L112001\l622206.raw 

1, : .1 0 M:2?i'f f.: : : .1 1 r i>' 1; v Appl Lcui.i :m Number <J i. i.'f i-.rs, Hopl.j.'rd Cu rront. Ap;> i. icu L i on Number 

L : I 1 tf:.J7l C : Oi rro nu l'iiii:M LMI:^ riirr'iM's, KOpWio.ni :."u r r:cn i. K* i Liny !^^- 

I'j:; 1 ;^] W : M hdu i:ory !'•''.£ a uu t <r si! i ^3 i 1 1 <i , Oj!> not: found ;or Sl:.0 i 0 : 'i 

. '.0 H:.>"w"J : !a;.rlii Lt.yy rua t:u ro niissiiiM. !:>K : j-ul 1 :.»r SL'.O !! ! ^ ^ 

L:';0 M:V!i) W: (46) "n" or " Xau " uSOd: t'Ouliir;:! ::■;:(] ii .1 , "or St'U ID& : 




file://C:\CRF3\Outhold\VsrI622206.htm 
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